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Time Title (Asffp"eizlt(g n)

13:00~13:30 SE &M= 4 o=l

Session 1 MIEXH 1 Moderator
13:30~13:50 ﬁ}c;ltsigal';ecper”e?;cltotieosn of prime editing efficiencies in 218 e @4 (01N 2| TH)
13:50~14:10 Er::;ir;;igr? l\C/IIZItShIZJIzISand Genome-Wide Off-Target 0| Y= HEAHE H)
14-10~14:30 S;?S%Teenfsri“iing for horticultural crop trait 2R DA F )
e30-tas0 | Adardns Lo Receptr it Sudes A | ojery ot
14:50~15:00 Break time

Session 2 MEX|H 2 Moderator
1500-1520 | fepragranied vaaAs igger sl SO by | it muuigely
15:20~15:40 tOersc_?[ianngoid-on-a—chip for disease modeling and drug F22 @M
15:40~16:00 | Molecular recording using precision genome editing ZEE n R E)
16:00~16:20 eDsigz::{ii?gp:g\gr;nn?rlsicnuglar building blocks for BHOIS| T4 (KAIST)
16:20~16:30 Break time
16:30~16:50 53l & AIEY

Session 3 A A A 7| =LA Moderator
16:50~17:05 TR
17:05~17:20 T A2
17:20~18:00 SARS-CoV-2 variants, vaccines, and immunity MolE EHE(IBS)
18:00~19:00 Break time (2HEHEHI)

Session 4 EAH g Gl okt Moderator
19:00~21:00 ZAH LEX
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Session 5 HEXH 3 Moderator
09:00~09:20 ;set:g::?:iggit?:gimal models of human diseases by MBS D42 AO|TH)
2000 Single molecule study of DNA double-strand break JISLR] T A
09:20~09:40 repair by DNA polymerase 0 ZoHEl W4=(UNIST)
A0 10 Al-based Protein-Nucleic Acid Interaction Prediction BHO|Zd DA MSr
09:40~10:00 and Its Application to DNA Binder Design AEE ATt
10:00~10:20 Twist Bioscience
10:20~10:30 Break time
Session 6 EYUNM & 7| =LA Moderator
2011 RNAI therapeutics development for hepatic and Ol=7| CHE (22l A
10:30~11:00 extrahepatic diseases &7 HEEES)
_ R N MBI Ao
11:00~1130 | IPHEQ} 7| & A8} (EYROIHAEDIE)
N N 2RI a4
11:30~12:10 Genome editing beyond CRISPR Aztzz 2E)
12:10~ H=| 51 ZaAA
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